T 0 . Each column is filled with i's partial hypothesis statistics. b) For each column the statistics are ranked in the range of 0 to 1 from the least to the more extreme. c) For each gene, the ranks that belong to the same row are combined through a function F(), like the sum or the product, to calculate the global statistic on the observed data, . d) The empirical distribution of the global statistic is generated through permutation. Steps A to C are repeated B times by dependently permuting the labels of the samples. e) Finally, for each gene a global pvalue is calculated by employing function (3), which compares the value of the global statistic on the observed data against its empirical distribution. Two uncorrelated microarray datasets were simulated and analysed using omicsNPC. a) Fisher combining function was employed. The diagnostic plots are, from left to right: (i) a quantile-quantile (Q-Q) plot of the p-values for each study versus the uniform quantiles. Each row corresponds to a specific method. The first four rows report the results for each data modality analysed in isolation, whereas the remaining rows report the results obtained from the integrative analysis methods. Labels "pAUCs, s=X" represents the median values for X samples. Significance columns show the p-values from the Wilcoxon two sided tests between each method and the best one. The best performing method for each configuration is reported in bold. Each row corresponds to a specific method. The column "pAUCs, m = X" represents the median values, X equals the number of modalities used in the analysis. Significance columns show the p-values from the Wilcoxon two sided tests between each method and the best one. The best performing method for each configuration is reported in bold. The column "pAUCs, cor = X" represents the median values, X represents the level of correlation introduced in the data. Significance columns show the pvalues from the Wilcoxon two sided tests between each method and the best one. The best performing method for each configuration is reported in bold.
